Tripal:
A Construction Toolkit for Online
Genomic Databases

Stephen Ficklin

Clemson University Genomics Institute

PAG XIII

Poster 931

Clemson University
Genomics Institute



Acknowledgments

A CUGI : A Washington State University
I Dr. Meg Staton i Dr.DorriePain (Pl off GDR
I ChunHuai Cheng i Dr.SookJung

, . . I RandallSvancara
A Financial Assistance:

I CUGI

I NSF Fagaceae Tool Development A C%MOD _

i USDA SCRlree fruit GDR I Scott Cain

i | £ S Y Lgbgridftastructurend I Dave
Technology Integration (CITI) Clements
Group

A Additional Acknowledgements:
I Marine Genomics Group at the

Hollings Marine Lab.
CUGI %
Clemson University
Genomics Institute



What is Tripal

A Tripal = GMOD Chado + Drupal

I Chado: database schema for modeling biological date
A http://www.gmod.org
A Used by many different software tools
A Unified method of data exchange
A Open source and community support

I Drupal: content management e
A http://www.drupal.org $ . :r . I
A Simplifies web construction %L“ / I"Ipa
A Expandable
A Well documented, opeisource large community support
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Sites Using/Slated to Use Tripal
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