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What is Tripal

ÅTripal = GMOD Chado + Drupal 
ïChado:  database schema for modeling biological data
Åhttp://www.gmod.org

ÅUsed by many different  software tools

ÅUnified method of data exchange

ÅOpen source and community support

ïDrupal:  content management
Åhttp://www.drupal.org

ÅSimplifies web construction

ÅExpandable

ÅWell documented, open-source large community support

http://www.gmod.org/
http://www.drupal.org/


Sites Using/Slated to Use Tripal

Site developed at CUGI

Sites developed at Washington State U. (DorrieaŀƛƴΩǎ [ŀōύ


