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Agenda

« What?
« How?



What: Communities?

« End Users
 Deployers
« Contributors



What: Goals?

- Grow your community
A well-informed community

- A community that is connected to your
project and each other

» A community that contributes:
- Curation and data
» Support
» Outreach and training



How?

Enable your community
Communicate with your community
Reward your community



Provide Open Support Channels

Forums, mailing lists, IRC, ..
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Coming soon: BOSC/Broad Hackathon, BOSC Codefest (1

Re: [gs-tool-developers] (Not able to) Setup your own instance

(Not able to) Setup your own instance (9

error in moving large files (9

Varadaraiar

road Interoperability Hackathon: potential dates (1
Problem getting multiple InputStreams (2)

Building the CDK + Clojure usage example

Re: xprize data + GenomeSpace registration (3)

GenomeSpace DNS problems? (2)

Trouble uploading through web interface (7)
Chag

Exporting data from InSilicoDB into GenePattern and IGV using Gen

Yabi support on GenomeSpace (4

Running one's own GenomeSpace (4
§ » BY ga

GenomeSpace Tool
developer forum @ Google

InterMine

um is an archive for the mailing list dev@intermine.org (more o
mailing list

Subscribe to this list

Replies Last Post

InterMine Dev mailing list,
archived @ Nabble
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GalaxyProject IRC channel

Open channels support anyone posting questions

and answers



Archives accessible and searchable

The dev Archives =_ Galaxy Mailing List Search

You can get more information about this list.

[ chip-seq peak calling

IArchi\v'c |Vicw by: |Downloadablc version
[April2013: [ Thread ][ Subject 1 [ Author ] [ Date J|[ Gzip'd Text 14 KB ]
March 2013: [ Thread ] [ Subject ] [ Author ] [ Date ]||[ Gzip'd Text 39 KB ] All
February 2013: ([ Thread ] [ Subject ] [ Author ] [ Date ]| Gzip'd Text 32 KB ]
January 2013:  |[[ Thread ] [ Subject ] [ Author ] [ Date ] [I Gzip'd Text 27 KB ]
IDcccmbcr 2012: !I Thread ] [ Subject ] [ Author ] [ Date ][I Gzip'd Text 13 KB ]
I.\’O\'cxllbcr 2012: !l Thread ] [ Subject ] [ Author ] [ Date l[l Gzip'd Text 38 KB | E : E
IOctobcr 2012: !l Thread ] [ Subject ] [ Author ] [ Date | [I Gzip'd Text27 KB ] Galaxv USGFS LISt ArChIVG - Chlp_seq

|September 2012:{[[ Thread 1 [ Subject 1 [ Author ] [ Date J|[ Gzip'd Text 64 KB | Sep 20, 2011 ... Can | analyze two bed files from Chip seq experiemnt in Galaxy? | have one file ... Is there any peak calling done with ChIP
IAugusr 2012: !J Thread ] [ Subject ] [ Author ] [ Date | M Gzip'd Text 26 KB ] are the ...

July 2012: [ Thread ] [ Subject ] [ Author ] [ Date 1|[ Gzip'd Text 65 KB ] user.list.galaxyproject.org/Chip-seq-td4137093.html|

June 2012: [ Thread ][ Subject ] [ Author ] [ Date ]|[[ Gzip'd Text 6 KB ] Labeled m

[May 2012: [[ Thread ] [ Subject 1 [ Author 1 [ Date 1[[ Gzip'd Text 14 KB |
[April2012: [ Thread ] [ Subject] [ Author ] [ Date I[[ Gzip'd Text 8 KB 1 " ' 3 . .
I.\darch 2012: !l Thread ] [ Subject ] [ Author ] [ Date | [I Gzip'd Text44 KB | r\4A2C peak calllnq or nlmbelqen Chlp on Chlp analeIS

[February 2012: [ Thread 1 [ Subject 1 [ Author | [ Date 1[[ Gzip'd Text 25 KB ] Nov 11, 2011 ... MA2C peak calling or nimbelgen chip on chip analysis. Do we have ... And a tutorial covering ChlP-seq analysis using MACS
IJanuary 2012: | Thread ] [ Subject ] [ Author ] [ Date ] ‘.I Gzip'd Text 24 KB | "Shared ...
[December 2011: [ Thread | [ Subject 1 [ Author ] [ Date 1| Gzip'd Text 14 KB | user.list.gala
Labeled User

xyproject.org/MA2C-peak-calling-or-nimbelgen-chip-on-chip- analysis-td4138014.htmi

Mailman search interface

Galaxy Users List Archive - Peak-calling with MACS from .bowtie file

Sep 11, 2012 ... Hi, | have ChlIP-seq alignment files in .bowtie format and would like to perform peak-calling using MACS. However, .bowtie fo
seem ...

user.list.galaxyproject.org/Peak-calling-with-MACS-from-bowtie-file- td4654582.htm

Labeled User

Galaxy Development List Archive - input security validation
Questions about TopHat should be sent to Jun 20, 2011 ... | am developing a Galaxy wrapper for our ChlP-seq peak-calling program BELT { PMID: 21138948), and | have a question abo
tophat.cufflinks@gmail.com. Please do dev.list.galaxyproject.org/input-security-validation-td4140582.html|
= Labeled Dev

Galaxy Users List Archive - Unable to run SICER or Find Peaks

\

But still way better than no Help ‘em out with something like a Google custom search
search interface or a Nabble archive

Searchable archives encourage community support, and
make those efforts publicly visible.




Unified Search: http://galaxyproject.org/search

=_ Galaxy Web Search
e o] |scarh

Search the entire set of Galaxy web sites and mailing lists using Google.

Run this search at Google.com (useful for bookmarking)

Want a different search?

Project home

-_ Galaxy Web Search

All

Find
Everything on ...
Tools for ... Related feature requests
Email about ... Papers using Galaxy for ...
Source code for ... Documentation on ...

Published Histories, Pages, Workflows, about ...



Incentivize contributions

) §

BioStar is a gamified [t 30

online forum.

Question: Is there a list of public Galaxy servers?

\We've been looking into setting up a local Galaxy installation for our bicinformatics core
fcility and in the process of doing so I've stumbled across several Galaxy mirrors and
e we go re-inventing the wheel

Points, bad
° 21 I§stances that have been customized in various ways. Befor
VOt I n was wondering if there are any other known Galaxy servers out there that we could use to
] orrow design ideas or code from.

Bere is the list I've put together thus far, others would be most welcome.... P
created 21

Nain Galaxy Server: | months ago by

l'est Galaxy Server:

Editor: Casey Bergman ¢

Userid: 314

13,700

Molecular Evolutionist turne
Genome Annotation, Genom
Work Blog:

Work Twitter: t

Personal Blog:

Personal Twitter:

GeneNetwork Galaxy Mirror:

Website:
3IC G E i 5 t ics tools) jpdated 16 months

Location: Manchester, UK NBIC Galaxy Server: | (includes proteomics tools) upaatea 16 mon
TN
Member for: 2 years, 10 months = Ry \ . € 3 ago Oy
f Galaxy/Ratsch Lab Server: (includes machine learning based

Last seen: 10 hours, 56 minutes ago . 2 i
tools for sequence and tiling array data analysis)

Cistrome Galaxy Server: | (dry-lab workbench for integrative

analysis of ChlP-chip/seq and gene expression data)

Message

. User has voted 14

9 weeks ago

* Notable Question

3 months ago

12 months ago

15 months ago

. Question

17 months ago

Question

Q nnthe ann

10 weeks ago

3 months ago

16 months ago

17 months ago

. Question

11 weeks ago

. Question

5 months ago

12 months ago

17 months ago

* Popular Question

11 weeks ago

* Famous Question

12 months ago

. Answer

14 months ago

16 months ago

17 months ago

Answer

* Notable Question

3 months ago

. Question

12 months ago

14 months ago

. Answer

17 months ago




Incentivize contributions

) §

BioStar is a gamified [t 30

online forum.

Question: Is there a list of public Galaxy servers?

\We've been looking into setting up a local Galaxy installation for our bicinformatics core
fcility and in the process of doing so I've stumbled across several Galaxy mirrors and

Points, bad
° 21 instances that have been customized in various ways. Before we go re-inventing the wheel
VOt I n was wondering if there are any other known Galaxy servers out there that we could use to
] orrow design ideas or code from.

ere is the list I've put together thus far, others would be most welcome.... P
created 21

Nain Galaxy Server: | months ago by
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: EPRONG by Galaxy/Ratsch Lab Server: (includes machine learning based

tools for sequence and tiling array data analysis)

GeneNetwork Galaxy Mirror: htiy « - work 13,700
Website:
updated 16 months

Location: Manchester, UK
Last seen: 10 hours, 56 minutes ago Personal Twitter:

Message Cistrome Galaxy Server: | (dry-lab workbench for integrative
analysis of ChlP-chip/seq and gene expression data)

. User has voted 14

9 weeks ago

* Notable Question

3 months ago

12 months ago

15 months ago

. Question

17 months ago

Question

Q nnthe ann

10 weeks ago

3 months ago

16 months ago

17 months ago

. Question

11 weeks ago

. Question

5 months ago

12 months ago

17 months ago

* Popular Question

11 weeks ago

* Famous Question

12 months ago

. Answer
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16 months ago

17 months ago

Answer

* Notable Question

3 months ago

. Question

12 months ago

14 months ago

. Answer

17 months ago

Casey Bergman has
52 badges!

He’s a Necromancer
4 times over!
He'’s Enlightened too!




Mailing Lists vs Forums?

We are replacing Galaxy-User mailing list with a forum.

We will be using Biostar (http://biostars.org) directly




Create Community Resources and Hubs

sMOD Community Meeting

56 April 2013 - Cambridge UK

News and updates on all things GMOD

Open Ash Diabiack Projer CAMBRIDGE, UK
sorne Oniclogy . 3 RIT. 201

5-6 APRIL 2013

How do | Get Started?
GNOD is Social

n! 4 . . ; “Uo::
How do | Get Support? e

Home Profile Contacts Groups Jobs Inbox Companies News More
How do | Get Involved?

Galaxy Project

Discussions Mem

Start:

Cortney Reveal has joined the
group.

Choose Your View ~ Ratnamala Dam | a has joined

° ° ° °
Wikis and social sites: - i
o GalaxyAdmins Web Meetup: 10 am US Central, March

The next meeting of the GalaxyAdmins Group will be held on March 20, 2013, at 10 AM N Samuel Lampa has joined the
Central US time (see http://wiki.galaxyprojec . group.

=. Galaxy Community / GalaxyAdm 3 | cond

CO m m u n Icate’ e n a b I e’ | 3/20 Web Meetup NBIC Galaxy at SURFsara's HPC cloud Hailiang

ADMINS
(Leon) Mei , and David van Enckevort <david.van.enckevort@nbic.nl> NBIC Galaxy (Andromeda)
was migrated to a HPC cloud hosted by Surfsara in September 2012. In...

re W a rd Dave Clements Note that if you are a Mac user, recent changes to Java
L require that you do some configuration before the Blackboard system will work. ... »

Comment

Py

2013 Galaxy Community Conference (GCC2013), 30 June - 2 July, Oslo,
Norwa ')



Enable sharing, contributing

~-_ Galaxy Tool Shed Repositories Help~ User~

2543 valid tools on Apr 03, 2013 C .

ategorles
Search search repository name, description
= Search for valid tools
= Search for workflows Name Description Repositories
Valid Galaxy Utilities Assembly Tools for working with assemblies 18
= 1005 Computational i _ X

hemistrv ools for use in computational chemistry
= Custom datatypes LRGNy

v - vart Enrr - T~ , arrtin o " C
= Repository dependency definitions Convert Formats ools for converting data formats 25
« Tool dependency definitions Data Source Tools for retrieving data from external data sources 14
itori Fasta - =2 SN

All Repositories R ools for manipulating fasta data 20

Manipulation

= Browse by cateqory

: : Genomic Interval _ : . :
Available Actions ools for operating on genomic intervals 21

. Operations
= LoQgin to create a repository

Graphics ools producing images 10

~

Metagenomics ools enabling the study of metagenomes

Micro-array o

D

ools for performing micro-array analysis
Analysis

Next Gen ools for the analysis and handling of Next Gen 44
Mappers sequencing data

Ontoloqy -

TR ools for manipulating ontologies 6
Manipulation

N

Phylogenetics ools for performing phylogenetic analysis

Proteomics o0ls enabling the study of proteins 21



Communicate!
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Communicate!

=~ Galaxy Wiki DaveClements Settings Logout | Search: [

News

News

Announcements of inte the Galaxy Community. News Items
These can include items the Galaxy Team or the
Galaxy community and can address anvthina that is of

wide interest to the ca

The Galaxy News

Sup

About the Galaxy

News Items

Tweets
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GMEXD Email helpBamod.or
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Tweet Of GMOD
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Communicate!

~_ Galaxy Wiki DaveClements

These can include
Galaxy community and can add

wide int
The Galaxy Nev

See Add a News Itemn
this page, and the RSS

vailable in the Galax)

Galaxy News Bri
Galaxy Upda

Galaxy on

Support
About the Galaxy April 1, 2013 axy Distribution
Complete News Brief

i 2 . Highlights:
News Items .
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=~ Galaxy Wiki

News

Communicate!

DaveClements Settings Logout | Search: [

News

Announcements of interest to the Galaxy Community.

These can include items from the Galaxy Team or

Galaxy community and can address anvthina that is of

"
’\ |

wide interest to the cc
The Galaxy News is al

See Add a News Item
this page, and the RSS

available in the Galax)

See also

Galaxy News Briel
Galaxy Updates
Galaxy on Twitter
Events

Learn

Support

About the Galaxy

News Items
Tweets
GCCz2013 & Galay
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GMEXD Emall heig
The 2013 Galaxy Comi M
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e Tweet

GMEXD ponth

3
f

users to reproduce ani

for consideration in th

The Tweet

GMELXD sGD ar
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April 2013 Galaxy Update

The April 2013 Galaxy

News .

Highlights:
the
GCC2013 & Galaxy ¢

April 1, 2013 Galaxy Distribution
Complete News Brief

Highlights:

« Job running configuration

OfGMOD

Pull Reguest

New bug fixes an

01 GMOD

Of GMOD

n.

= ) " Thanks for using Galaxy,

YA

alaxy Team

Of GMOD

t+

ch Gz

ract submission are 2

DaveClements Settings Logout | Search: [

Galaxy Event Horizon

Events with Galaxy-related content are

Also see the Galaxy Events Google Calendar for a listing of events and
deadlines that are relevant to the Galaxy Community. This is also

available as an RSS feed

If you know of any event that should be added to this page and/or to the Galaxy

Event Calendar, please add it here or send it to outreach@glaxyproject.org .

Upcoming Events

Contents
1. Upcoming Events
2. Other Calendars
3. Past Events
2013
2. Archive

Galaxy £

ISB

2013 GMOD Meeting

The Genome Analysis Centre™

Topic/Event Venue/Location

Cambridge, United Kingdom,

2013

Biocuration 2013, Cambridge,

GO Galaxy Workshop ] )
United Kingdom

= Cambridge, Massachusetts,
BOSC/Broad Interoperability Hackathon
States
Workshop: Integrated Research Data
Management for Next Gen Sequencing
Analysis Using Galaxy and Globus Online
April 9- Software-as-a-Service

11 taik: Integrated Research Data B e

management and Analysis in NGS using

immediately prior to Biocuration

BioIT World, Boston, Massachusetts,

Community

TG AC . 00..... s® (\.,,\,,A,,.,,(,‘

Contact

Dave Clements

Dave Clements,

Suzanna Lewis

United

Brad Chapman

Ravi K. Madduri,
Alex R.
Paciorkowski,
Vas Vasiliadis

Ravi K. Madduri




2012 Galaxy Community Conference
Evaluation

. Please take a few moments to provide us with your feedback on the 2012 Galaxy Community
thub e v 8 » , » il ’ ’
gl u Explore GitHub ~ Search  Features  Blog Conference. We will use your feedback to improve future Galaxy Events.

Would you recommend future Galaxy events to others?

Issues

Browse Issues
172 Closed Newest ~

merge and update @aBwright GBrowse conf converter feature

rbuels

Labels allow scrolling further left than 0 feature

rbuels

Training Da
display VCF genotypes as subtracks feature i

rbuels
How useful was the Training Day?

) b A

more canvas glyphs feature

rbuels

sortable table of genotypes in VCF details feature
rbuels
Was the Training Day well run and organized?
drag to adjust track height feature 102 1 4

rbuels

cytoband/ideogram tracks feature

rbuels

Did the Training Day meet your expectations?

add a 6-frame translation track feature A2

rbuels

Additional comments on Training Day usefulness, organization and expectations:

t appearin listen is not enough




Sing your community’s efforts

R MENDELEY

Generic Model Organism Database (GMOD) project

CiteULike MyCiteULike Group: Galaxy

])L.}.ll'.k l; .\L' C L'.\.\LIJIL' (n ﬁ.l-"_.\."» \L oers

Community is helping out by installing y at their institutions and then making

those installations either publicly available or n to their organizations or

community

her just add it (hey, it'’s

B is hosted at the SURFsara Hig!
) cloud. The installation is s

} and Mattias de

'Wi[e]e]

A -
nbic Proer OO0
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Andromeda: A doud-based Galaxy

ANonymous

IE Bioinformatics Centre

~

Group Tags

Group: Galaxy - library 926 articles
Yo stive member of tf

Invite to joir

Hide Deta

methods

workbench

d to methods by
a t
unknown
shared
project
workbench by I

. reproducibility

to methods by to the gro keyed Rogers2013Ec  uselocal

methods by t keyed Shin2013Role

workbench by keyed Carvalho2013Challenges on 2

aided drug d nd molecular modelling

and ||;1-:"|J

nd
a

Swiss Galaxy Workshop
Bern, 3 October 2012

http://bit.ly/gxyswiss

Contents
Andromeda
ballaxy
Cistrome Analysis Pipeline

Al C Mals

DBCLS Calaxy

Huttenhower Lab

-BDsite

J NN NN NN

U

A Galaxy Server
dedicated to

ChIP-* analysis
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GCC2013
Training
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Encourage Sub-Communities
GalaxyAdmins

Administrators of large Galaxy Instances
Started by Ulowa in 2012

Galaxy-France

French language and France-centric Galaxy community mailing list
Launched after Galaxy Tour de France in 2012

Galaxy-Public-Servers

Mailing list for those hosting public Galaxy servers
Just launched
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The Galaxy Team

3
x
"-
.t‘

Anton Nekrutenko James Taylor

http://wiki.galaxyproject.org/GalaxyTeam



Galaxy is hiring post-docs and software engineers
at both Emory and Penn State.

enroduciblediology ~0ala
sclenceE 5

resea[ch
acoessinle

= balaxy

S Niring

Please help.

http://wiki.galaxyproject.org/GalaxylsHiring


http://galaxyproject.org/wiki/GalaxyTeam
http://galaxyproject.org/wiki/GalaxyTeam




