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What is Tripal

A Tripal = GMOD Chado + Drupal

I Chado: database schema for modeling biological date
A http://www.gmod.org
A Used by many different software tools
A Unified method of data exchange
A Open source and community support

I Drupal: content management e
A http://www.drupal.org $ . :r . I
A Simplifies web construction %L“ / I"Ipa
A Expandable
A Well documented, opeisource large community support
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http://www.gmod.org/
http://www.drupal.org/

«

Sites Using/Slated to Use Tripal

Site developed at CUGI

@ Fagacese Genomics Hieb

cC f o

Home

Search  BLAST  DNALibraries

Welcome to the Fagaceae Project

1 Welcams tothe Ctrus Gen

g8

c f %

Home

Aboul | Species

Projocts | Maps.

www fagacese.crg

Fagaceae Genomics Web

genomic tools for chestaut, ok, beech, and other tress.

The Fagaceae Genome Webis the web front-

nd for

a multi-institutional NSF-funded project dedicated to the

developn

t of genomic resources for the Fagaceae., This
data and i

and physical maps, transeriptomic data, functional

analyses, a listing of available resources and data mining

tools. Additionally, background and

Sequences Markers GeneticMaps  Physical Map

New Tools & Analyses
New analyses and tools are available for contigs
of the mst recent unigenss. The analyses

fnlude antation of KEGG pathvags, e

is available.

www,citrusgenomed,org)

Soquences | Tools

protein
(GO) terms. GO and KEGG browsers are now
available.

Conference; Genomics of Forestand

system Health in the
A successful International conference on the
genomics of forest and ecosystem health in the
Fagaceae was held Nov 10th-13th in Raleigh,
NG, USA.

» D
[ Search
| S

Community | Contact

The Genomics, Genetics and Breeding Resource for Citrus Improvement

D.

sequencing of sweet mu]u heterozygo

ate University

y data,
00ls. In ‘aH-Lc';vmn Vih the

(Danis

ity (Albert ABbatt) and the

Crop Research Iniiative pro fruit Genome Datab
atabase wil house the genom
oguine, lron, e and garnel
. phyical maps. EST lixaie. micoaay platom
joid) and mandarin (haploid). To faciital
2 programe e wil \nlsgz\c large scale sequences. genet
ontralied vocabular

3. fundamentsl genon

Main), the University of Florida (Fred Gmitter), Clem
Thompson Institute for Plant Research (Lukas Muelieq)

nd breeding data

5 10 the datasets and develop
comrmndy, thi dusbasa wl be devwoped

. %‘W“-hm.
« The Citrus Genome Database is funded by
the 2009 USDA Speciaky Crop Research
Initiatve (1001/09)

Citrus genome sequencing underway for
& mwumwmr

ek tothe Marne ..

« C & hoowww.marnegenomics.org > B &

he

Marine Genomics

Project

Mﬁm : 3 web-based lﬂlﬂis m
rScptomi and genome sts and
umlyﬂs tools.

The Manine Genomics project is.
inlusive organisation that welcomes all
who are nterestsd in

MG.org Users Mailing List

The MG.org users maling st hes
en improvs

v oo mﬁmuns
about the site please subs

Sedial Bookmarking

s common socisnetwarking tols o

cokmark of share

* gpeces £5Ts:searc annotaed €5 & e e
Ater sesaries of ESTA (unipanesy || Lo eosme; A ""“"'"" oot

. Bhs\: slm o seasencet a3nst MGorg E2TE ot

ators
applying u-\um 3000

furtherin mm-dm e marine
organmg,

Site Features:

<" Malling Lst: Sigrug fo the MG.org maling st n you user accaunt references.
« Flag Features: Registered users can flag ESTs/contios for quick future access.
Acropara coral garden with giant 3
lam, Raging Horn, Osprey Reef,  Coming Soon:
Coral Sea. Photo abtained from.
WiiCormmons, 8 Riderd g, « EST procassitg plpaline: Curators can Lskoad thek EST sequences or rmmiog screenieia, genbark
subrission and inclusion
Visitor locations . new s dbEST.

© Share/Save B 1 #* ¢

. wekcone to the Gence D,

L c %

W £ 085,000

Generalinfo | Specis | Proi Communty | Calendar

for Rosaceae Crop Improvement

Welcome to the Genome Database for Rosaceae

Tha Ganoma Database for Rosacess (GOR) is a curated and integrated wab-basad r database

ﬂrcudlrge;:-;rjl‘n:ezilfn;rlci::;‘oa305::::;]&\:»1—-:6 1t geneics s ana(j»‘«:::s‘uzl‘w, 9B it asing e el Sy, ey

GOR is now funded urtl 2013 By the USDA, § » the '0 am'u"“ R

Genorme Databasa Resources (IGOR], GOR wil be axpanded o

srncaions o sppe, pasch, and stmvicny, matocyo_palimars, Lo scae pherciypo and » Rosllmeeting o behed Sy January 10,

Genciype data, bty ot Confolld vacabaliies and new snalyo 1001, Implemented witnthe 100129 n fhe Towne Room o PAG

Spen S Inestrciure of e chado el < Pt son o i EW,.,_

Whats new in GDR? ey 9,Ean 12 20pm

= Download the minutes from the ‘Eﬂplsnha?l
2009 UsRosExer mesting

 Highlighted Publicstion - “Development sad Bin
Mapging of 3 Rosaceas Consenved Othoiog
Sat (COIS) of Markere

* GOR redesigned i Drupal. Any problemsicomments? Flaase et us know!
* Wiew the newly slected USRosEXEC 2010 members.

BLAST serves implermentsd, compare batches of sequences agains! avaladle databases and
gll pilssd osults in oxcel
» Rosaceas Community ResBREED project
* RosEd funded by the 2008 Specially Crop Resesrch
+ Coaming saon - peach and apple penome sequences snd snnctations in GBrowse, Whale Gerome iniiative
Avnutation Server, Brieders Toolbox ) PrE e D

D inforn

tion and managemerd portal developed in Drupal for the SCRI funded projoct,

bt s o5 acee.cr

Post a conlerence, mesling or event | What's been progress. v

& Wicume to e Caxaa Gen...

3 c N

W CaCA0gENDIMedh or g

The Genomics, Genetics and Breeding
Resource for Cacao Improvement

Welcome to the Cacao Genome Project
Why Sequence the Cacao Genome

rces st s impotant ot iy does o s eood f o 5 ik rmars A,

and Asis, bt i 15 the arsgent in the warlde fawoite corfection,
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sac to scraan cacs0 CURivars for tha prazance of the ganes of

Ierst, bepraved cutias can be dEapac by cToBSING. CAcAO PATLS WhIon v he desid trats
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Prerequisites

A Linux/UNIX
A GMOD Chado
A Drupal / PHP

A Postgresiatabase
I Two databases (one for Drupal, one for Chado)
I Login account

Clemson Umiversity
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Drupal Setup

A Download fromhttp://www.drupal.org

A Unpack into web directory

A Create a settings.php file that provides connection info

A/ NBIFIGS I WaAUGSakRSTIl dzAf Gk FAL

& Choose language | Drupal *

€ C M ¥ htp://192.168.217.253/nstal. phpfprofle=default

Choose language
» Choose language

Install Drupal in English
Werify requirements Learn how to install Drupal in other languages
Set up databasze l—
y
Install site _c



http://www.drupal.org/

& Caonfigure site | Drupal

C N % bt /192,168, 217, 253 instal. phprlocale=engprofile=default

Configure site
\f Choose language
Al necessary changes to JSsitessagefault and Jsitesdefaultssettings php have

\/ Yerify requirements _
been made, They have been set to read-only for security,

\/ Set up database
To configure your website, please provide the following information. b

v Install site
Site information

» Configure site

. .
Finished Site name:

|Tripa| Demo |

Site e-mail address: *

|fi|::k|ir‘|@|::lem5|:|r‘|.edu |

The Fromm address in autormmated e-rnails sent during registration and new password

requests, and other notifications, (Use an addresz ending in your site's damain to
help prevent thiz e-rmail being flagged a2z zpam.)

Administrator account

The administrator account has complete access to the site; it will automatically be
granted all permissions and can perform any administrative activity, This will be the
only account that can perform certain activities, so keep its credentials safe.

Username: *




& Tripal Derna

€« C M ¥ hto//192.168.217.253/

7
@9 Tripal Demo

yeast_admin ‘ Welcome to your new Drupal website!

My account Please follow these steps ta set up and start using your website:
L Create content

& Administer 1. Configure your website
© Log out

Once logged in, visit the administration section, where you can customize
and configure all aspects of your website,

2, Enable additional functionality

Mext, visit the module list and enable features which suit your specific
needs, You can find additional modules in the Drupal modules download
section,

3. Customize your website design

To change the "look and feel" of your wehsite, visit the themes section, You
may choose from one of the included themes or download additional themes
from the Drupal themes download section,

4, Start posting content

Finally, vou can create content far your wehsite, This message will
disappear once you have promoted a post to the front page.,




Chado Installation

A Chado Tutorial:
http://gmod.org/wiki/Chado_Tutorial

A Tripal Tutorial:
http://gmod.org/wiki/Tripal Tutorial

Clemson University
Genomics Institute


http://gmod.org/wiki/Chado_Tutorial
http://gmod.org/wiki/Tripal_Tutorial

Tripal Installation

A Current version Tripal v652
I To be released next week
I Development. GMOBourceforgesVN

svnco https:// gmod.svn.sourceforge.net/svnroot/gmod/tripal/trunk

I Packages from CUGI:

http://www.genome.clemson.edu/software/tripal

A Place Tripal modules W NHzL¥&fAQRAS A k | f f K
directory

A Place Tripal base theme SnNHzLYF & AQES & k | f f

directory
CUGI%

A SetupCronfor Tripal tasks.


https://gmod.svn.sourceforge.net/svnroot/gmod/tripal/trunk
https://gmod.svn.sourceforge.net/svnroot/gmod/tripal/trunk
http://www.genome.clemson.edu/software/tripal

Site Configuration

Clemson University
Genomics Institute



el Administer | Tripal Dermo

€« C M % htp://192.168.217.253/admin

7/
@ Tripal Demo
Home € Drimary Menu

yeast_admin ‘

< My account

L= Create content

© Administer
L= Content managerent
= Site building Hi
= Site configuration
L= ser management
= Reports
© Help

< Log out

Administration
Menu

Administer

By module

Cron has not run, Please visit the status report for more infarmation.,

de descriptions

Content management
Manage yvour site's content,

Comrents
List and edit site cornments and the
commment moderation queue,

Content
View, edit, and delete vour site's content,

Content types
Manage posts by content type, including
default status, front page promotion, etc,

Post settings
Cantral posting behaviar, such as teaser
length, requiring previews before posting,
and the number of posts on the front page.

RS5S publishing
Configure the number of items per feed and
whether feeds should be titlesfteasersAfull-

YWelcome to the administration section, Here you may control how your site functions,

Site building

Contral how yvour site looks and feels,

Blocks
Configure what block content appears in
vour site's sidebars and other regions,

Menus
Contral your site's navigation menu,
primary links and secondary links, as well
as renarme and rearganize menu iters,

Modules
Enable or disable add-on modules for your
site.

ThEmES _

Change which theme vour site uses ar
allows users to set,




el Themes | Tripal Demao

" Themes yersions released,

= Site configuration

= User management Screenshot
= Reparts .
_ "y ATUBAL
* Help =
u mpkk Dt el =na, Bianil] non
: ey~ am | e
' Log out : e S

s
ST Led, Here il o, Sk, Dol
o, e, e
sdkErimary finks
sl ol ok
Ho
eaen -
o oy Dot Pl . BRI i
LRTLE e L] e skt
-y Eeee e
N . M 7 DMLY, RN LSS B

man rudty incsin mis, . Dores
T

B O PN, DR NDEDEOE N
PRI TR T ALt E r]
- W s &Ly TuL Hursvenanstn cot

Garland - Fluid Width

editprimang links

mdil g cralary By

Haws
Fwaen Diznec Toliz arzs, Ban
- viEw adk
UEEEERSE ] VIO i Lt BB s
= wy arcaw baered, e rah e
w e B L] e
1w s fork Wb, Didi deilr

1 adrminkyiny IR TS0 R TR0

Minnelli - Fixed Width

Mame

Bluemarine

Table-based multi-column

theme with a marine and
ash color scherme,

Chameleon
rMinimalist tabled theme
with light colors,

Garland

Tableless, recolorable,
rulti-colurmn, fluid width
therme {default).

Marvin

Boxy tabled therme in all
arays.,

Minnelli

Tahbleless, recolorable,
rnulti-colurnn, fixed width

Yersion

5.15

5.15

5.15

5.15

5.15

See the available updates page for information on installed modules and themes with new

Enabled

Operations

€« C M ¥ htp://192.168.217.253/admin/buid/themes > O F-
-~ Blocks |
= Menus To change the appearance of yvour site, a number of contributed themes are available.

2 Modules

configure




e Themes | drupal.org *

€« C M ¥ htpidrupalorgiproject/Themes

Home » Download

Drupal Themes

Online Documention
Here are a few links:

Basic Theme Help
Troubleshooting themes
Theme quide w5

Theme quide vb

L I

IRC Channel, #drupal-them
es on freenode.,

Mailing list, sign up here.

=!-- If you are looking far a
simple fixed theme a
suggestion is that you can
start with Pixture, Wabi, or
Twilight . --= More advanced
themes are table-less, a
good example of this is the
core Garland theme or the
Tapestry theme. For
creating custom themes, the
Zen theme provides a good
starting point.

Documentation | Download | Support

Themes

Forum | Contribute

|

Themes allow you to change the look and feel of your Drupal site. These
contributed themes are not part of any official release and may not work

correctly. Cnly use matching versions of themes with Drupal. Themes released for

Drupal E.x will not woark for Drupal 6.2, Many of these themes can also be
previewed on the third party site the Theme Garden

Zen
By Johnalbin on the 11th of - ﬂﬂ

Cctober, 2006 t?
Zen is the ultimate starting 1""" —

theme for Drupal. If you are
building wour own standards-
compliant theme, you will find
it much easier to start with
Zen than to start with Garland
ar Bluemarine, This theme has
fantastic online
documentation and tons of code comments for both the PHP
{template.php} and HTML {page.tpl.php, node.tpl.phpl.

extend and design

R — R — i -

This therme saved me at 2Zam. Three hours of messing
with 1000+ lines of nasty Garland-adapted code later, I
ahandoned it and recoded the szite 35 3 Zen sub-theme in
under an hour, Thank yvou, thank yvou, thank vou,

- Greg

ZC1

—_— 0

Title

Creation date

Last release

Recent activity
Usage statistic:

Search theme

® & & & B

Filter by compati

- & & »
=] Oh N 4
oKX X -

*

Username: *

Password: *




& Themes | Tripal Dermao

€« C M ¥ htp://192.168.217.253/admin/build/themes

Screenshot

% Polpo

Donec felis erc
W il
i mavem
Miorhd M Lscu Grian mal
wsia 4l vk, Dorac d
IRt byTHAE. WA

e,

N
=

£, *Tripal

Hame Version

Tableless, recolorable, multi- 6.1

column, fixed width theme,

Pixture Reloaded

Recolorable multi-column

liquidffixed layout theme, a2
Orginal Design by Pixture

Studio, Ported to C55 layout by
AdaptiveThemes,

Polpo 61,0
& Drupal Admin Theme

Pushbutton
Tabled, multi-column theme in 6.13
blue and orange tones,
Tripal Theme
& Tripal zpecific theme for use
B.xe-0. 1k

with amy other theme,
Requires custamization to .info
file of the primary theme.

| Save configuration || Resetto defaults

Enabkled Default Operations

Ll L

O] configure

N

[ configure




@ Tripal Demo

€« C A ¥ htp://192.168.217.253/

V4
@« Tripal Demo

yeast_admin \Welcome to your new Drupal website!
My accaunt Please follow these steps to set up and start using your website:
Create content
Administer 1. Configure your website
Log out Once logged in, visit the administration section, where yau can customize
and configure all aspects of your website,
2. Enable additional functionality
Mext, wisit the module list and enable features which suit your specific
needs. You can find additional modules in the Drupal modules download
section.
3. Customize your website design
To change the "look and feel” of your website, visit the themes section. You
may choose from one of the included themes or download additional themes
from the Drupal themes download section. u
4. Start posting content
Finally, you can create content for your website. This message will
disappear once you have promaoted a post to the frant page.

@ Fagaceae Genomics Web

€« C| f# o hu

www .fagaceze.org

> O~ &~

Fagaceae Genomics Web

genomic tools for chestnut, cak, beech, and other trees.

Home Search BLAST DNALibraries Sequences Markers GeneticMaps  Physical Map

Welcome to the Fagaceace Project

New Tools & Analyses

New analyses and tools are available for contigs
of the most recent unigenes, The analyses
include annotation of KEGG pathways, Interpro
protein motifs & domians and Gene Ontology
(GO) terms. GO and KBEGG browsers are now
available.

The Fagaceae Genome Web is the web front-end for
a multi-institutional NSF-fu sject dedicated to the
development of genomic resources for the Fagaceae. This

Qak site disseminates data and analyses by providing genetic
Red Qal and physical maps, transeriptomic data, functional

Whits

analyses, a listing of available resources and data mining
tools. Additionally, background and progress information
is available.

Project Information

|

ject Backgrour

d

Conference; Genomics of Forest and
‘ng)‘j\ om H"ﬁ h ‘u !h! E Agaceae

A successful international conference on the
genomics of forest and ecosystem health in the
Fagaceae was held Nov 10th-13th in Raleigh,
NC, USA.

@ Tripal Demo

€ C | | T htpif/192,168.217.253/ »

“ Tripal Demo

O- £~

>

m Welcome to your new Drupal website!

Please follow these steps to set up and start using your website:

1

o My account

b Creste content
b Administer . Configure your website
o Log out Onee logged in, visit the administration section, where you can customize and configure

all aspects of your website.

2. Enable additional functionality
Mext, visit the madule list and enable features which suit your specific needs. You can
find additional modules in the Drupal madules download section.

3. Customize your website design
Ta change the "look and feel’ of your website, visit the themes section. You may choose
from one of the included themes or download sdditional themes from the Drupal themes
download section.

4, Start posting content

Finally, you can create content for your website, This message will disappear once you
have promoted a post to the front page.

For more information, please refer ta the help section, or the online Drupal handbooks. You

may alsa post at the Drupal forum, or wiew the wide range of other support options available.

@ Wekome to the Marne Ge...

“

C| f % h

WWwW.MarnNegenomics.org

Marine Genomics

Project

LR

The Manne Genomics project is an
indusive organization that welcomes
investigators who are interested
applying genomic approaches to

our knowledge of marine
organisms.

Site Features:

* Species ESTs: Search annotated ESTs.
* Unigenes: Search of E! ).
* Blast: Blast your sequences against MG.org ESTs and
unigenes. ) -

= Mailing List: Sign up for the MG.org mailing list in your user account preferences.
Flag Features: Registered users can flag ESTs/contigs for quick future access.

The MG.org users mailing list hu just
been improved to allow

. To receive nmms
about the site please subscribe!

Sacial Bookmarking

Use common social nmrkmu mls %
bookmark or share sequences

MG.org website, A special fink is 1ound at
the bottom of sach page.

Coming Soon:

« EST processing pipeline: Curators can upload their EST
submission and inclusion onto this site,
. d Automatic i of new ESTs from Genbank's dbEST.

for timming, genbank

O Share/Save @ - " ¢




e| Modules | drupal.org = WED

<« cC f o bt ffdrupal.org/project/modules Hilters =drupal_core: B 7Esolrsort=sis_project_release_usage%20desc

Documentation | Download | Support | Forum | Contribute | C

Home » Download

Modules

Title

You can also view an alphabetical list of projects that includes all projects but only their names. Creation date

-

L]
. . , , . . + Last release
Contributed (contriby modules are plugins for Drupal that extend, build or enhance Drupal core functionality, Use .
L]

matching versions {modules released for Drupal 5.x will not warlk for Drupal 6.x). Contributed modules are not
part of Drupal core releases and may or may not have optimized code/functionality. If a module solves your needs
please consider joining forces and helping the maintainer. ¥ou can view module usage statistics for all

modules ta view the most popular modules used by the Drupal community. search modules
Views |

By merlinofchaos on the 25th of Movember, 2005
Submit

The Yiews module provides a flexible method for Drupal site designers to control how lists and tables of
content {nodes in Views 1, almost anything in Yiews 23 are presented. Traditionally, Drupal has hard-coded Filter by compatibi
most of this, particularly in how taxonomy and tracker lists are formatted.

Recent activity
Usage statistics

s 4.7
This tool is essentially a smart query builder that, given enough information, can build the proper query, * I.M
execute it, and display the results. It has four modes, plus a special mode, and provides an impressive s (-} 6.
amount of functionality from these modes. . 7.u

Among other things, Yiews can be used to generate reports, create summaries, and display collections of

images and other content.

« Utility (650)

vYersion Date Links Status s« Content {614)
7.x-3.x-dev 2010-Jan-07 Download ' Release notes Development snapshot 9 ¢ Content display (5
b.x-2.8 2009-Dec-03 Download - Release notes Recommended for &.x \/ - Uil e ity (i e it

(569)




A Generictheming

Trlpal Tripal Core
Modules
( N
Organism Feature
-
CcV DB| | Library BLAST | KEGG

-

Analysis Core

A Jobs management
A Generic support foCVterms
A Materialized views management

GO

Chado Tables Managed by Tripal:
organism, feature, libraryeatureprop
featurelog libraryprop cv, cvterm,
cvterm_dbxrefcvtermpath cvtermprop
db, dbxref feature cvterm
feature_dbxref library,libraryprop,

Unigene | | Interpro

/L

Chado Tables Managed by Tripal:

analysisanalysisprop
analysisfeature
analysisfeatureprop

Clemson Umiversity
Genomics Institute



e Madules | Tripal Dema

6

C N <% hto: /192,168,217, 253/ admin/build/modules

= FLOTE - TequIred

— = Tripal

For this example enable:

©0O~NOUAWNPR

Enabled Mame

Tripal Core
Tripal DB o e
Tripal CV -
Tripal Organism
Tripal Feature

Tripal Analysis o Triea
Tripal Blast Blast
Tripal KEGG
Tripallnterpro

10 Tl'lpal GO Tripal
11. Tripal Search ) Chado

Feature

Tripal
Fl Chado
Library

Tripal
[l Chade
(reanism

6.x-0.2b-
mi.2

f.x-0.2b-
mi.2

.x-0.2b-
mi.2

f.x-0.2b-
mi.2

f.x-0.2b-
mi.2

Version Description

& module that controls the dizplay of all analyziz sub-modules. Thiz
module alzo interfaces the GNOD chado databaze with Drupal,
providing wiewdng, inzerting and editing of chado analvses,

Dependsz on: Tripal Core (dizabled), Tripal Chado Feature (dizabled), Tripal
Chado Organism (dizabled), Search (disabled), Path (dizabled), Tripal CW
[dizabled), Tripal DE (dizabled)

Required by: Tripal Blazt {dizabled), Tripal GO (dizabled), Tripal Interpra
[dizabled), Tripal Kegg (dizabled), Tripal Unigene (dizabled)

&n analyziz sub-module for adding, editing, and dizplaving blast analysis
results,

Dependsz on: Tripal Core (dizabled), Tripal Chado Feature (dizabled), Tripal
Analyzis (dizabled), Tripal Chado Organizm (dizabled), Search (dizabled), Path
Idizabled), Tripal CV (dizabled), Tripal DB (dizabled)

& module for interfacing the GMOD chado databaze with Drupal,
providing wiewdng, inzerting and editing of chado features,

Depends on: Tripal Core [disabled), Tripal Chado Organism (dizabled), Search
[dizabled), Path [dizabled), Tripal O (dizabled), Tripal DE (dizabled)
Required by: Tripal Analyziz (dizabled), Tripal Blazt (dizabled), Tripal GO
[dizabled), Tripal Interpro (disabled), Tripal Kegg (dizabled), Tripal Unigene
[dizabled), Tripal Search (disabled)

& module for interfacing the GMOD chado databasze with Drupal,
providing wiewing, inzerting and editing of lbrares,

Depends ond Tripal Core (dizabled), Tripal Chado Organism (dizabled), Search
[dizabled), Path (dizabled)

& module for interfacing the GMOD chado databaze with Drupal,
providing wiewing, inzerting and editing of organizms,

Depends on: Tripal Core (dizabled), Search (dizabled), Path (dizabled)
Required by: Tripal G2 (dizabled), Tripal Chado Feature (dizabled), Tripal
Chado Library [(dizabled), Tripal Analyzis (dizabled), Tripal Blast (dizabled),
Trioal Interoro (disabled). Trioal Keoo (disabled). Trioal Lnieene (disabled).
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Tripal Demo
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 —

Analyses Organisms

o My account
b Create content

- fdminister

Tripal Management —

Analyses
Settings for the dizplavs of analysis results,

b Content management v
b Site building Manage integration of Chado controlled vocabulares
b Site configuration DB
Manaze External Databazes
= Tripal fitanagement Features NeW
o hnalyses Settings for Chado Features

o CW Jobs — Admln
p DB Jaobs managed by Tripal FUHC'[IOFIS

o Features Materialized Views

o Jaobs

b Matedalized Wiews

Materalized views are used to improve speed of large or complex queres,
Organis ms

Manaze integration of Chado organisms including aszociated features
o Crganizms

k User management
I Reports

a Help _

o Log out
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.‘ Tripal Demo
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Analyses Organisms

[ et
o My account Organisms
b Create content Mo organizm exizts, Please contact adminiztrators to synchronize organizms,

F Adminizter

o Log aut




Organisms | Tripal Demo +

> C f % fto /192,168,217, 253/ admin/Tipal/Tipal_organism

o My account
b Create content
= Administer
F Content management
b Site building
b Site configuration
= Trpal Management
o Analyzes
o CW
+ DB
o Features
o Jobs

b ihatedalized YWiews

o Crzanizms h—

b Uzer management
F Reports
o Help

o Log out

Home = Administer = Tripal Manage ment

Organisms

—Sync Oreanisms

Available Organisms

. fnopheles gambiae (mosquito)

] frabidopsiz thaliana (mouze-ear cress)
Caenorhabditiz eleganz (worm)

Danio rero (zebrafizh)

Cictyostelium discoideam (dicty)
Drozophila melanogaster (fruitflh)
Homio sapiens (human)

Moz musculus (mouse)

Oruza sativa [Hoe)

Fattuz norvegicus (rat)
Saccharomyoes cereviziae [veast) /

¥enopus laewiz (frog)

OrEOO0OO0OO0OO0O

O] au Crganizms

Check the arganisms you want to sync. Orupal content will be created for each of the organizms lizted abowe. Select 'All

Organisms' to sync all of them.

—

Subimit Sync Job |

—Reindex Organism Features

Thiz option allowes for reindexing of only those features that belong to the zelected organizmz below,

Nl Ak ar Fastiiras udall ke 11ImaHFartad Ta reaimndaw =l Fastiires 1m Fha mibe mseas e Faastiiera
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Tripal Demo
.‘H“ __./

 —

Analyses Organisms

Jabs

W aiting jobz are executed first by prodty level (the lower the number the higher the prorty) and
zecand by the arder they were entered

o My account
b Create content

- fdminister

Job

b Content management I[‘: Job Hame [rates Priority  Progress  Status
b Site building : et Submit Date: Ahon, 01/11/2010 - 14:51

. . . nc organizm Saccharomyces
b Site configuration 2 e Bre YE55 ctart Time: Mot Yet Started 10 0% Waiting

cerevisiase i

= Tripal fitanagement End Time:

o fnalyses Update materiatized view Submit Date: Ahon, 011172010 - 1d:44

Cy 1 , \ , “tart Time: Mot Yet Started 10 03 Waiting

@ organism_feature_count End Time:

b DB nd Time:

o Features

o Jobs

B Materdalized Wiews
o Crganizms

k User management

I Reports

a Help

o Log out
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 —

Analyses Organisms

Organisms

o fily account

b Create content

[-]1 Collapse Al
F Adminizter

o Log aut o
|
yeast -,
Marme: yeast

Genus: Saccharormyoes

Species: cerevisiae

Description:
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Analyses Organisms

Saccharomyces cerevisiae

o My account

b Create content W ey Edit h

F &dminister

o Log out dnonmymous - Fosted on 11 January 2010 -

Details

Common Mame  weast
Genus Saccharomyces

Species cerevisiae

=

Gene Ontology Summary

There are currently no Gene Ontology [G0] reports for this organism
Show on menu

=
g
KEGG Analysis Results u

Select a KEGG report to view

A analvsis with EEGG results related to this oreanism are available for wiewing, For further information. see the
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F &dminister

= » Menu settings
o Log aut

Genus: ¥

|Saccharnmyces |

Species: ¥

|cerevi5iae |

Abbreviation: ™

|S.cerevisiae |

Common Hame: *

|3,reast |

Drescription: ™

/\(jCIEi Jaccharomyces cerevisiae iz a species of budding wveast. It is perhaps
. . the most useful yeast owing to its usSe =Zince ancient times in baking
deSCI’IptIOI’] é and brewing. It is believed that it was originally isolated from the
zkin=s of grapes [(one can see the yveast as a component of the thin
white £ilm on the skins of sonme dark-colored fruits such asz plums: it
exizts among the waxes of the cuticle). It is one of the most
intensively studied eukarvotic model organisms in molecular and cell
biology, much like Escherichias coli as the model prokaryote. It i=s
the microorganism behind the most common type of fermentation. 3.
cereviziae cells are round to ovolid, 5-10 micrometres in dismeter.

Add a picture for .

the Organlsm \ Oreanism Image:
yeast jpy

R P U VY B JUR R o,

@ veast, jpg ~ D Shiows all downle
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Saccharomyces cerevisiae
o My account

b Create content DT Edit
b Adminizter
o Log out fdnomymous - Posted on 11 January 2010

Details

Common Mame  veast

Genus Saccharomyices
Species cergviziag
[lescription

Saccharomyces cereviziae i a species of budding veast, It
iz perhaps the most uzeful veazt owing to itz uze since

ancient times in baking and brewing. It iz believed that it
waz orginally izolated from the skins of grapes [one can zee
the weast az a component of the thin white film on the skins of some dark-colored fruits such az plums;
it exizts among the waxes of the cuticle), It iz one of the most intenzively studied eukarvatic model
organizms in maolecular and cell biology, much like Escherichia coli as the model prokarvote, It iz the
microorganizm behind the most common tvpe of fermentation, 5 cereviziae cells are round to ovoid, &-
10 micrometres in diameter,

Available
g
Analyses . ; Gene Ontology Summary 1

AUtomatlcaIIy Th tl 5] ontol (GO ts for thi i -
Ere are CUrrently no Lene Untolody FEPOFTS TOF T1S OFZanism
added by Other Show on menu
modules
(

KEGG Analysis Results '
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Tripal Demo

Analyses Organisms

Features

o vy account

b Create content Accession Prefix: *

- fHdminister |YDBID

b Content management
b Site building

F Site confizuration

Accession numbers for features consizt of the chade feature_id and a site specific prefix. Set the prefix that will be incorporated in

front of each feature_id fo form a unique accession number for this site.

o«

Feature Types
- Trpal Management »

o hnalyses " <€ Content only for features of

PE‘; these types will be generated

o Features h e

o Jobs Enter the names of the sequence types that the ". "wite will support with independent pages. Pages for these data . "types will be
B Matedalized Wiews built automatically for features that exdst in the ". "chado database. The names listed hare should be spearated by . "spaces or
o Orzanizms entered separately on mew lines. The name: must match . "exactly (spelling and case) with terms in the sequence ontology
b Uzer management — Feature Browser
I Reports
o Help Feature Browser on Organism Page
o Log out

® Show the feature browser on the aorganizm page. The browser loads when page loads, This mayv be
zlow for large zites,

O Hide the festure browser on the organizm page. [izablez the feature browser completely,

A feature browser can be added to an organism page to allow users to quickly access a feature. This will most likely not be the

Aade =] Fracrh=mrter e e merEmcemtmm Femtiire inte e tiern ecemaset=sllhe Feor Imeas =1taes Fot o1 Al slacir rieas re sl rimd the o c1te fenieb = e
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—S%ync Features

Click the "Svne all Features' button to create Drupal content for features in chado, Only features of
the typesz listed above in the Feature Twpes box will be svnced, Depending on the number of features
in the chado databaze this mav take a long time to complete,

Cnly features for the following organizmz will be svnced: Saccharomyces cerevisiae,

| Sync all Features

—Set Taxonomy

Drupal allowes for azzignment of "taxonomy" or catagorical terms to nodez, Theze terms allow for

advanced filtering during searching.
Available Taxonomic Classes:

Qrganizm name

Feature Type (e.g. EST, mRMA, etc,)

] fnalysiz Mame
] Library Mame

Flease zelect the class of terms 1o assign to chado features

| SetiReset Taxonomy for all feature nodes

- Feindex

Reindexing of nodes iz important when content for nodes is updated external to drupal, such as
external uploads to chado, Features need to be reindexed to ensure that updates to features are
zearchable, Depending on the number of features thiz may take quite a while, Click the button below

to begin reindexing of features,

Reindex all feature nodes
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Tripal Demo
o |

Analyses Organisms

Jobs
W aiting jobz are executed first by prodty level (the lower the number the higher the prorty) and

o My account

I Create content
zecand by the arder they were entered
= Administer

P Caontent management ;j[;}b Job Hame [rates Priority opress  Status
b Site building
b Site confizuration Submit Date: Maon, 011102010 - 20047
. 7 Set all feature taxonomy  Start Time: Mon, 011152010 - 20048 10 2% Running
= Trpal Management
End Time:
o Analyses
ey Submit Date: Maon, 01112010 - 17056
& Sync all features Start Time: Ahon, 011172010 - 1756 10 100% Completed
s End Time: Mon, 01/11/2010 - 20:36
@ Features Submit Date: Man, 01/11/2010 - 17:47
e Jobs b Reindex all features Start Time: Man, 011102010 - 17047 10 100% Completed
b Mhaterialized Views End Time: Mon, 011172010 - 1747
o Organtsms Submit Date: Maon, 0171172010 - 17:47
b User management 4 Set all feature taxonomy  Start Time: Aon, 0171172000 - 1747 10 100% Completed
b Reports End Time: Mon, 0111720100 - 1747
= Help Submit Date: Mon, 01/1172010 - 17:44
o Loz out 3 Svnc all features Start Time: Ahon, 0151172010 - 1747 10 1005 Completed
End Time: Mon, 011172010 - 1747
“wno organism; Submit Date: Mon, 011102010 - 1451
2 Saccharomyces Start Time: Man, 011152010 - 14052 10 100% Completed
cergviziag Ernd Time: Man, 011152010 - 14:52

Submit Date voan. 0151152010 - 14044
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b Create content
b Administer

o Log out

Edit

dnorvmous - Posted on 11 Janoarys 2010

Details

Common Mame veast
Genus Saccharomyces

Species cergvizias

[rescription

Saccharomyces cerewvisiag i= a species of budding veast, It
iz perhaps the most uzeful veazt owing to itz uze since
ancient times in baking and brewing, It iz belisved that it
waz orginally izolated from the skins of grapes [one can zee
the wveast as a component of the thin white film on the zkins of zome dark-colored fruitz zuch az plums;
it exiztz among the waxes of the coticle), It iz one of the most intenzively studied eukarvotic model
argamizms in malecular and cell bialogy, much like Ezcherichia cali 3z the maodel prokarvote, It iz the
microorzganizm behind the most common type of fermentation. 5. cerewisiae cells are round to ovoid, b-

10 micrometres in diameter,

{ é y. é S R LIJH S )ﬂiS«é-Fgures @ﬁ

now appear here

FOr easy - >
browsing

(optional)

Below are the features associated with this organism,

Feature Hame Type

YALOGOW gene
YALOGOW-A gene
YALO6BC gene

YALOGTW-A gene
YALOGTC gene
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Tripal Demo
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Analyses Organisms

Materialized Views

o My account

b Create content Name Last_Update
= Administer View Update cv_root_mview Mot wet populated Delete
b Content management Yiew LUpdate 2o_count_analvsis Mot wet populated [lelete
b Site buildi . .
e LA Yiew LUpdate 2o_count_organizm Mot wet populated [lelete
b Site configuration i )
Yiew Update kegz by _organizm Mot vwet populated [relete
= Trpal Management
Yiew Update organizm_feature_count Mon, 011172010 - 14:52 [relete
o Analyses
a O
b DB Create a new matyglalized view.
o Features
o Jobs

= fhateralized YWiews
o Create Wiew
o Organizms

b Uzer management
I Reports
o Help

o Log out
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summary for the

organism
(optional)
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